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Fig S5
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CCND1

CDK4

TERT

0 < o
(1"0+INMd4) “6o

© < o
(1"0+INNMd4) “Bo

1

1

o~

o o

(1"0+INNMd4) “Bo

| +IMHJS 1UzZZ WNSH
'+90AIN 1UZL NINSH
1140 NINSH I1e

'ONIN €aX

reqnifw ¢ay
13sejqohw ¢ay

' +IMHJS 142l NNSH

+O0AN 1YZ.L NNSH
140 ININSH lie

ONIN €aM

‘aqmAw ¢y
3sejqohw ¢ay

' +IMHJS 1UZZ WNSH
'+90AIN 1UZL NINSH
1140 NINSH 11

'ONIN €aX

raqnifw ¢y
13sejqohw ¢ay



Fig S8
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Fig S9
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Fig S10
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